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throughput Mass Spectrometry System) to analyze the Integrator software. This methodology is capable of throughputs
immunosuppressant drug tacrolimus in whole blood. The results
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• Tacrolimus was accurately measured in whole blood using a RapidFire-MS system at a rate of 9.5 seconds per sample* (%) Precision* (%) Accuracy* (%) Precision* (%) Quant/Qual
AUC(n=3) Intraday (n=3) Interday (n=4) Interday (n=4) AUC(n=3) Intraday (n=3) Interday (n=4) Interday (n=4)

3 3 5 105 2 2 6 3 4 • Intra- and inter-day accuracies were determined to be within 15% and precision values less than 10% for all concentrations
within the linear range (2 50 ng/mL)
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• Both quantifier and qualifier transitions for tacrolimus had excellent linearity with R2 values 0.998.
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• Blinded human samples analyzed using the RapidFire-MS system correlated well with identical samples ran independently
i di i l LC/MS/MS

5 5
2.6 93.8 6.1 3.6

using a traditional LC/MS/MS system0.5 96.6 5.0 3.5

• Analytical results are comparable to LC/MS/MS with an analysis time that is approximately 20 times faster• Analytical results are comparable to LC/MS/MS with an analysis time that is approximately 20 times faster

• This novel methodology is capable of throughputs >370 samples per hour.


